ERβ decreases the invasiveness of triple-negative breast cancer cells by regulating mutant p53 oncogenic function
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Supplementary
: Binding sites of ERβ1 on mutant p53 target genes. ADAMTS9, GRP87 and FOLLISTATIN genomic sequences were extracted from University of California Santa Cruz (UCSC) genome browser. GPminer and DBTSS were used to identify potential transcription start sites. The start sites of first exons were labeled as +1. Jaspar database was used to find potential EREs and p53/ p63REs. Their chromosomal locations and relative distances to the first exons are indicated. Schemes of GRP87 and ADAMTS9 have been adjusted to illustrate sequences of the negative strands. Values are given with an error of ± 1.
